Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.068; wR factor = 0.179; data-to-parameter ratio = 17.5.
In the title 1:1 adduct, C 7 H 5 NO 4 ÁC 7 H 7 NO 2 , the nitro group of the 4-nitro benzoic acid is twisted from the attached ring by 4.40 (8) . In the crystal, the molecules are linked into ribbonlike structures along [150] and [150] via O-HÁ Á ÁO, N-HÁ Á ÁO, N-HÁ Á ÁN and C-HÁ Á ÁO intermolecular hydrogen bonds.
Related literature
For the applications of 3-aminobenzoic acid, see; Windholz (1976) . For related structures, see: Bowers et al. (2005) ; Tonogaki et al. (1993) ; Voogd et al. (1980) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) . (Windholz, 1976) . The crystal structures of 3-aminobenzoic acid (Voogd et al., 1980) and 4-aminobenzoic acid-4-nitrobenzoic acid have been reported (Bowers et al., 2005) . As a part of our investigation of the interactions between acids, we report herein the crystal structure of the title compound.
The asymmetric unit (Fig. 1) contains one 3-aminobenzoic acid molecule and one 4-nitrobenzoic acid molecule. The bond lengths and angles of 3-aminobenzoic acid and 4-nitrobenzoic acid are found to have normal values (Voogd et al., 1980; Tonogaki et al., 1993) . Both the molecules are almost planar with the maximum deviation from planarity being 0.026 (2) Å for atom O5 of 3-aminobenzoic acid molecule, and 0.078 (2) Å for atom O1 of nitrobenzoic acid molecule.
In the 4-nitrobenzoic acid molecule, the nitro group is twisted slightly from the attached ring; the dihedral angle between C1-C6 and O1-O2/C3/N1 planes is 4.40 (8) Refinement N and O-bound H atoms were located in a difference Fourier map and were allowed to refine freely. All the other H atoms were placed in calculated positions, with C-H = 0.95 Å, and refined using a riding model, with U iso (H) = 1.2U eq (C). Figures   Fig. 1 . The asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 50% probability level.
supplementary materials sup-2 Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Experimental. The data was collected with the Oxford Cyrosystem Cobra low-temperature attachment.
Geometry 0.0266 (9) 0.0214 (10) 0.0227 (9) 0.0058 (7) 0.0079 (7) 0.0042 (7) O3 0.0198 (8) 0.0161 (9) 0.0190 (8) 0.0049 (7) 0.0095 (7) 0.0019 (7) O4 0.0226 (9) 0.0164 (9) 0.0182 (9) 0.0086 (7) 0.0098 (7) 0.0039 (7) O5 0.0213 (8) 0.0155 (9) 0.0190 (9) 0.0037 (7) 0.0090 (7) 0.0012 (7) O6 0.0222 (9) 0.0206 (9) 0.0185 (9) 0.0069 (7) 0.0108 (7) 0.0035 (7 
